Abstract
Introduction

44
The members of insect order Thysanoptera (commonly known as thrips) are usually tiny, 45 fringe winged and are classified into nine families within two suborders [1] . The family 46 Thripidae is the most diverse family and further divided into four subfamilies Thrips palmi is commonly known as Melon thrips, one of the major pest on 60 agricultural crops and has been reported to vector at least four tospoviruses; Calla lily 61 chlorotic spot virus (CCSV), Groundnut bud necrosis virus (GBNV), Melon yellow spot virus 62 (MYSV), Watermelon silver mottle virus (WSMV) [4] . Thrips palmi is widely distributed 63 and highly polyphagous species and is often confused with the T. flavus and T. alatus [9] . and low-quality reads with base N's or more than 70% of bases with a quality score <20 also 112 had been removed. The acquired high quality ~18 million reads were screened out using 
Results and discussion
167
Genome structure, organization and nucleotide composition 168 The complete mitochondrial genome of Thrips palmi was 15,333 base pairs (bp) in length.
169
This is the second largest mitogenome in size among all previously available mitogenomes of 170 insect order Thysanoptera (S1 Table) . The mitochondrial genome of T. palmi was 171 characterized by 37 genes including 13 PCGs, large and small ribosomal RNA (rrnL and 172 rrnS) genes, 22 transfer RNA (tRNA) genes and two A+T-rich control regions (CRs) (Fig 1) .
173
Among all genes, 31 genes were detected on heavy (H) strand and six genes on the light (L) 174 strand ( Table 1 ). The nucleotide composition of complete mitogenome of T. palmi was with ATA, four with ATT and two with ATG) was observed in 12 PCGs except cox1 (TTG).
195
The TTG start codon for cox1 is unique in T. palmi as ATN start codon is observed for cox1
196
in all other thrips mitogenomes assembled so far (S2 Table) . The PCGs were terminated with
197
TAA stop codon except nad4L (TAG) and atp8 with an incomplete stop codon. The Table) .
204
Further, the comparative analysis showed that the adenine (A) composition in all T. imaginis, while it is located in the downstream of rrnL in other five thrips mitogenomes.
268
The trnD was translocated between atp6 and CR1 in T. palmi and T. imaginis from 269 downstream of cox2 in other five thrips mitogenomes (Fig 6A) . Competing Interests.
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